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Magazine

In 2007, issues 5 and 6 of Vector magazine were released 
and distributed to a growing distribution list. More than 1000 
hard copies of each issue were sent out, with a further 1000 
distributed at events. Copies are also available on the website. 
ACPFG’s Wheat and Barley booklet was finalised in February 
and has filled a gap in ACPFG’s publications portfolio, 
providing an overview of why and how ACPFG operates. 

Posters

We launched a new promotional stand, which features five 
research case studies, at the GRDC Crop Update at the 
Adelaide Convention Centre in February. Stand alone posters 
have been developed and experiment stations adjacent to 
each poster covered hydroponics and boron, salinity and 
drought root growth experiments. 

Writing and editing training

ACPFG hosted two science editing workshops in 2007.  
The March 8 workshop focused on the topic of editing for 
science communicators, and was presented in collaboration 
with Australian Science Communicators. Another workshop 
on successful science writing and editing was held the 
following day. 

The 2006 Annual Report was completed and distributed 
electronically to all Shareholders and Stakeholders on  
March 31st. 

Website

A design for a new ACPFG website was approved in 2007  
and will be developed and launched in 2008. 

DVD

Progress was made on the ACPFG promotional DVD, with 
voiceovers completed by Dr Rob Morrison in April. Editing 
and production of this DVD will take place in 2008. 

World Conference of Science Journalists

ACPFG hosted a breakfast at the 5th World Conference 
of Science Journalists in Melbourne, 16 to 19 April. The 
conference brought together more than 600 science 
journalists and communicators from around the world 
to discuss issues relevant to science reporting and 
communication. It also gave science organisations the 
opportunity to present their research. 

The breakfast featured three ACPFG scientists, Rachel Burton, 
Darren Plett and James Edwards. It gave these scientists an 
opportunity to brief 50 journalists from Australia and overseas 
about their particular research areas. The briefings produced 
many questions from the journalists and led to international 
media coverage. Tony Bacic and John Patterson were also 
interviewed by journalists at the conference through the 
University of Melbourne booth. Eleven new ACPFG research 
fact sheets were developed, with input from ACPFG scientists, 
in time to be distributed at the conference. 

Media releases in 2007 

Australian scientists identify boron tolerance gene in barley 
30 November

New research links made with Italy 
30 October

Nitrogen-efficient wheat and barley – the ‘NUE’ thing. 
11 October

When will we have a serious debate about GM? 

24 August 

Funding to secure Adelaide’s largest plant genetics  
research centre 
19 August

SA Government provides $6.3 million to further support 
plant research 
7 June

Vibha Agrotech Ltd. Hyderabad, India signs a research 
agreement with Australian Centre for Plant Functional 
Genomics, Adelaide 
29 May

Drought – a challenge for farmers and scientists 

25 January 

Communication
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Summary of Contributions – 2007

Australian Research Council	 $124,724

Grains Research and Development Corporation	 $2,000,000

South Australian Government	 $750,000

University of Adelaide	 $1,250,000

University of Melbourne	 $100,000

University of Queensland	 $50,000

Total Grants Received	 $4,274,724

Other income
In 2007, funds deposited in the University of Adelaide Project Account earned  
$141,717.50 and this was paid to Australian Centre for Plant Functional Genomics Pty Ltd.

The company also earned $2,488.56 in interest from funds deposited with the Adelaide Bank.

In-kind contributions received

	Actu al	 Original

South Australian Government*	 $500,000	 $500,000

University of Adelaide	 $5,137,263	 $2,666,663

University of Melbourne	 $833,268	 $640,901

Victorian DPI	 $664,036	 $916,065

University of Queensland	 $480,077	 $263,671

Total In-kind contributions received	 	 $7,614,645	 $4,987,299

* Agreed annual value of Plant Genomics Centre funding	

Summary of Contributions
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Adelaide

Plant Genomics Centre
Hartley Grove, Urrbrae SA 5064

Postal address: 
PMB 1, Glen Osmond SA 5064

P:	 +61 8 8303 7423 
F:	 +61 8 8303 7102 
E:	 acpfg@acpfg.com.au

www.acpfg.com.au

University of Melbourne

Melbourne Node
Tony Bacic 
School of Botany 
University of Melbourne 
Parkville Vic 3052

P:	 +61 3 8344 5041 
F:	 +61 3 9347 1071 
E:	 abacic@unimelb.edu.au

www.plantcell.unimelb.edu.au

La Trobe

La Trobe Node
German Spangenberg 
Research Director, Plant Genetics  
and Genomics 
Primary Industries Research Victoria 
Department of Primary Industries 
Plant Biotechnology Centre 
La Trobe University

R. L. Reid Building 
Bundoora Vic 3086

P:	 +61 3 9479 2995 
F:	 +61 3 9479 3618 
E:	 german.spangenberg@dpi.vic.gov.au

www.acpfg.com.au

University of Queensland

Queensland Node
Kaye Basford 
School of Land Food Sciences 
The University of Queensland 
Brisbane Qld 4072

P:	 +61 7 3365 2810 
F:	 +61 7 3365 1177 
E:	 k.e.basford@uq.edu.au

www.uq.edu.au/~agkbasfo

Contacts

Acronyms
ABARE	 Australian Bureau of Agricultural and Resource Economics
ACPFG	 Australian Centre for Plant Functional Genomics
AGT	 Australian Grain Technology
ANU	 Australian National University
ARC	 Australian Research Council
CGIAR	C onsultative Group on International Agricultural Research
CIMMYT	I nternational Centre for the Improvement of Wheat and Maize
CRC	C ooperative Research Centre
CSIRO	 Commonwealth Scientific and Industrial Research Organisation
DNA	D eoxyribonucleic acid
DREB	 dehydration responsive element binding
DHs	 doubled haploid lines
EU	E uropean Union
GRDC	 Grains Research and Development Corporation
GM	 genetic modification
HD-ZIP	 homeodomain-leucine zipper
ICARDA	I nternational Centre for Agricultural Research in the Dry Areas
IRIPs	 ice recrystallisation inhibition proteins
IRRI	I nternational Rice Research Institute
ITMI	I nternational Triticeae Mapping Initiative 
LIEF	L inkage, Infrastructure, Equipment and Facilities
MPBCRC	 Molecular Plant Breeding Cooperative Research Centre
mRNA	 messenger ribonucleic acid
NCRIS	N ational Collaborative Research Infrastructure Strategy
OGTR	 Office of the Gene Technology Regulator
PCT	 Patent Cooperation Treaty
QPCR	 quantitative polymerase chain reaction
QTL 	 quantitative trait loci 
RILs	 recombinant inbred lines
RNA	 ribonucleic acid
ROS	 reactive oxygen species
SA	 South Australia
SARDI	 South Australian Research and Development Institute
SNP	 Single nucleotide polymorphism
SSR	 simple sequence repeat
TFs	 transcription factors
UA	 University of Adelaide
UM	 University of Melbourne
UniSA	 University of South Australia
UQ	 University of Queensland
Vic DPI	V ictorian Department of Primary Industries
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To create and commercialise cutting edge knowledge to significantly 
enhance grain quality and yield in our challenging environment. 

Australian Centre for Plant Functional Genomics (ACPFG) uses 
functional genomics to improve the resistance of wheat and barley to 
hostile environmental conditions such as drought, salinity, frost and 
mineral deficiencies or toxicities. These stresses, known as abiotic 
stresses, are a major cause of cereal crop yield and quality loss 
throughout the world. A
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